Gene & Variation Alleles

COMT V158M rs4680 AA
COMT H62H rs4633 TT P I+
COMT P199P rs769224 GG ; -/- 5
VDR Bsm rs1544410 CT +/-
VDR Taq rs731236 AG
MAO-A R297R rs6323 TT
ACAT1-02 rs3741049 GG
MTHFR C677T rs1801133 AG +/-
MTHFR 03 P39P rs2066470 GG -/~
MTHFR A1298C rs1801131 GT +/-
MTR A2756G rs1805087 AG +-
MTRR A66G ‘ rs1801394 AA ” -
MTRR H595Y rs10380 o no call
MTRR K350A rs162036 AG +/-
MTRR R415T rs2287780 - no call
MTRR A664A rs1802059 GG ; e
BHMT-02 rs567754 CT +/-
BHMT-04 rs617219 . no call
BHMT-08 r$651852 T o
AHCY-01 rs819147 T . 3
AHCY-02 rs819134 wha . no call
AHCY-19 rs819171 T -/
CBS C699T rs234706 GG ; -/~
CBS A360A rs1801181 GG e
CBS N212N rs2298758 o no call
SHMT1 C1420T rs1979277 o no call

Methylation Profile generated by GeneticGenie.org Page: 1 of 6



